Pathology, Stanford Hospital and Clinics, Palo Alto, CA Session: 47. Transplant Infectious Diseases Thursday, October 9, 2014: 12:30 PM Background. BK virus (BKV) is a prominent post-transplant infection for pediatric kidney transplant patients. We do not know what differentiates the patient that manifests BK nephropathy or prolonged BK viral load from the patient who does not. Little is known about genetic changes in the entire genome, which encodes five proteins: agnoprotein, VP1-3, Large T and small t antigen. The overall aim of this study is to identify specific BKV strains (genetic variants) from pediatric kidney transplant patients that would predict higher risk of BKV disease.
Methods. To detect specific BKV strains, we sequenced the entire BK genome. Long range inverse PCR with four primer sets was used to amplify the full BK genome and next generation sequencing was performed using the Ion Torrent TM Personal Genome Machine. Longitudinal plasma samples were sequenced from 6 pediatric kidney transplant patients. BK viral load ranged from 10 3 to 10 6 during the sampling period.
Results 
